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Abstract: In order to assess the use of parametric survival analysis using a hierarchical likelihood approach in the context of high-dimensional Copy Number Alteration (CNA) data, this work presents a systematic review and meta-analysis using the PRISMA methodology. Understanding the genetic foundations of cancer and other diseases resulted in extensive studies on CNA data, which is frequently complex and large in size. Survival analysis are often used in the healthcare sector. In parallel with the rapid development of technology, research into survival analysis is also evolving. One of these is DNA sequencing technology to determine genetic changes that occur in humans as an indication of the presence of certain diseases. The location of the genome (genome regions) is a part that is often studied to determine the presence of genetic variations. In addition, genome positions that have random effects on the model must be included in the survival model created. The significance of survival analysis techniques, especially parametric methods, has grown in the identification of essential characteristics and prognostic factors. We carefully gather, evaluate, and synthesize literature about the application of hierarchical likelihood techniques and parametric survival analysis in high-dimensional CNA data within the PRISMA framework. Thus, we do a meta-analysis on these results and a thorough review of the different approaches used in the literature. The findings illustrate that a potential area of research innovation could be the use of parametric survival analysis with high dimension data and hierarchical likelihood.
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